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<160> 2 



<170> FastSEQ for Windows Version 3.0 



<210> 1 

<211> 1050 

<212> DNA 

<213> HOMO SAPIENS 



<400> 1 

atgaaccgga aagcgcggcg ctgcctgggc cacctctttc tcagcctggg catggtctac 60 

ctccggatcg gtggcttctc ctcagtggta gctctgggcg caagcatcat ctgtaacaag 12 0 

atcccaggcc tggctcccag acagcgggcg atctgccaga gccggcccga cgccatcatc 18 0 

gtcataggag aaggctcaca aatgggcctg gacgagtgtc agtttcagtt ccgcaatggc 240 

cgctggaact gctctgcact gggagagcgc accgtcttcg ggaaggagct caaagtgggg 300 

agccgggagg ctgcgttcac ctacgccatc attgccgccg gcgtggccca cgccatcaca 3 60 

gctgcctgta cccagggcaa cctgagcgac tgtggctgcg acaaagagaa gcaaggccag 420 

taccaccggg acgagggctg gaagtggggt ggctgctctg ccgacatccg ctacggcatc 480 

ggcttcgcca aggtctttgt ggatgcccgg gagatcaagc agaatgcccg gactctcatg 54 0 

aacttgcaca acaacgaggc aggccgaaag atcctggagg agaacatgaa gctggaatgt -600 

aagtgccacg gcgtgtcagg ctcgtgcacc accaagacgt gctggaccac actgccacag 660 

tttcgggagc tgggctacgt gctcaaggac aagtacaacg aggccgttca cgtggagcct 72 0 

gtgcgtgcca gccgcaacaa gcggcccacc ttcctgaaga tcaagaagcc actgtcgtac 780 

cgcaagccca tggacacgga cctggtgtac atcgagaagt cgcccaacta ctgcgaggag 84 0 

gacccggtga ccggcagtgt gggcacccag ggccgcgcct gcaacaagac ggctccccag 900 

gccagcggct gtgacctcat gtgctgtggg cgtggctaca acacccacca gtacgcccgc 960 

gtgtggcagt gcaactgtaa gttccactgg tgctgctatg tcaagtgcaa cacgtgcagc 102 0 

gagcgcacgg agatgtacac gtgcaagtga 1050 



<210> 2 

<211> 349 

<212> PRT 

<213> HOMO SAPIENS 



<400> 2 

Met Asn Arg Lys Ala Arg Arg Cys 

1 5 
Gly Met Val Tyr Leu Arg lie Gly 
20 

Gly Ala Ser lie lie Cys Asn Lys 



Leu Gly His Leu Phe Leu Ser Leu 

10 15 
Gly Phe Ser Ser Val Val Ala Leu 
25 30 
lie Pro Gly Leu Ala Pro Arg Gin 
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Gly Trp 
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Ala 
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Lys 


Gln 


Asn 
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180 










Ioj 










i on 








Glu 


Glu 


Asn 


Met 


Lys 


Leu 


Glu 


Cys 


Lys 


Cys 


His 


Gly Val 


Ser 


Gly 


Ser 


: s=? 






195 










200 










205 










Cy s 


Thr 


Thr 


Lys 


Thr 


Cys 


Trp 


Thr 


Thr 


Leu 


Pro 


Gin 


Phe 


Arg 


Glu 


Leu 


:ss 




210 










215 










220 










I - 


Glv 


Tyr 


Val 


Leu 


Lys 


Asp 
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